INTRODUCTION
The new series, IAPT/IOPB Chromosome Data, presented here, is a continuation of the long-term activity of the International Organisation of Plant Biosystematists (now interest group of the International Association for Plant Taxonomy) in supporting the research and publication of data on chromosome numbers and ploidy levels. Polyploidy is a frequent phenomenon in plant evolution that produces fast and substantial changes in the genetic composition of the organisms, which seem to foster diversification. It is now widely acknowledged that most plants have undergone one or more episodes of polyploidization during their evolutionary history and thus its importance cannot be overestimated. With the rapid development of methods of molecular systematics, the knowledge of the ploidy level of the studied plant material acquires a new dimension as compared to the early days of publication of the IOPB Chromosome Number Reports in TAXON. In the 60s, 70s and 80s, chromosome numbers were used as an independent source of taxonomic (and phylogenetic) information while the last decade demands ploidy information to correctly interpret molecular data, particularly from ribosomal and lowcopy nuclear genes and from fingerprinting markers. Our intention is not only to publish available data on chromosome numbers and ploidy levels of vascular plants, which otherwise might remain unpublished, but also to encourage further research in this respect.
The hundred parts of the series IOPB Chromosome Number Reports (from the 67th part on called Chromo- The whole set of these contributions, including those published in the IOPB Newsletter will be available soon also via the IOPB web page www.iopb.org.
Following the current publication policy of TAXON, the abbreviated version of the IAPT/IOPB Chromosome Data will be published in the printed version of TAXON, while its full version will appear in the electronic edition only. Electronic versions will be available from INGEN-TACONNECT (http://www.ingentaconnect.com/content/iapt/tax) as well as via the IOPB webpage. The printed version will include the chromosome number or ploidy level, the country of origin of the material and unequivocal reference to the voucher specimen. This will include the collector's name and the acronym of the herbarium collection in which the specimen is deposited. In addition, either the collection number or the exact date of the collection, or the number of the specimen in the particular herbarium collection should be provided. The electronic version should include a full description of the locality (preferably including geographical coordinates) and full citation of the voucher specimen. Data based on material of unknown wild origin or not documented by herbarium specimens cannot be published in this series. Vouchers must be deposited in a public herbarium listed in Index Herbariorum (http://sciweb.nybg.org/science2/ IndexHerbariorum.asp). The potential contributors should follow the format of the most recent instalment of the series. Additional information, e.g., acknowledgements, must be included in the electronic version.
The first counts for a taxon, first counts for a new number for a taxon, or data or counts from an unexplored part of the distribution area of a taxon will be given preference.
The contributors are encouraged to provide photographs of mitotic or meiotic figures and comments, including citation of relevant literature, which will be published in the electronic version. In exceptional cases, the column editor may recommend that such comments appear also in the printed version. Images of voucher specimens might be deposited on the IOPB web page.
Recent developments in flow cytometry enable a much more detailed study of variation within species and populations. Therefore, the IAPT/IOPB Chromosome Data series will also publish DNA ploidy level estimates, provided that the contributions fulfil some basic quality requirements. Such data will be marked with the abbreviation "FCM" as opposite to the abbreviation "CHN" referring to the directly counted chromosome numbers. The data quality requirements include the use of an internal standard close in its size to the measured material, the use of young and undamaged tissues, all peaks being symmetrical, and reference peaks of approximately the same size as those of the studied material. More details can be found in the paper by Doleñel & Bartoš (2005) or can be provided on request by the series editor. All DNA ploidy levels for the particular taxon should be confirmed also by chromosome counting. The authors should be aware of potential problems of flow cytometric DNA ploidy level estimation for which they are referred to in the paper by Suda & al. (2006) , published in the present issue of TAXON. Details of the methods of the FCM analysis should be provided in the electronic version. Similarly, we encourage the publication of densitometric DNA ploidy levels that will be marked as DM in our series. Again, the data should comply with basic quality requirements and potential contributors should consult the paper by Greilhuber & Temsch (2001) for details.
Introducing this new series, we would like to emphasize the undiminished importance of chromosome counting, especially in less explored taxa and areas.
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